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HETo— | BE | BER | (RE | BETA BETFREOHE
p =

Mrpl23 2.3 0.1 0.00963 | Mitochondrial Ribosomal Protein L23 RN BEER
Mrpl27 2.2 0.2 0.00145 | Mitochondrial Ribosomal Protein L27 BONTBERK
Pam16 2.2 0.1 0.00023 | Presequence Translocase Associated Motor 16 BN BEER
Dusp26 2.2 0.2 0.00451 | Dual Specificity Phosphatase 26 RN EERK
Plekhb1 2.2 0.1 0.00379 | Pleckstrin Homology Domain Containing B1 BN BEER
Rpl36 2.2 0.1 0.00049 | Ribosomal Protein L36 2N ERRK
Copz2 2.2 0.1 0.00101 | COPI Coat Complex Subunit Zeta 2 BONTBERK
Rpl19 2.2 0.1 0.00143 | Ribosomal Protein L19 BN BEER
Rpl34 21 0.2 0.00646 | Ribosomal Protein L34 BRUOINGBEER
Mrps15 2.1 0.1 0.00435 | Mitochondrial Ribosomal Protein S15 RN BEER
Rpl10 2.1 0.2 0.00229 | Ribosomal Protein L10 BN BEERL
Rpl15 2.1 0.1 0.00160 | Ribosomal Protein L15 BN EER
Rpl31 2.1 0.2 0.01235 | Ribosomal Protein L31 BN EBERK




Rpl18a 2.1 0.1 0.00050 | Ribosomal Protein L18a RN BEERK
Rpl35 2.1 0.2 0.00205 | Ribosomal Protein L35 RN BEERK
Sqrdl 2.4 0.1 0.00407 | Sulfide Quinone Oxidoreductase

Gm11273 2.4 0.1 0.00005 | Cytochrome C Oxidase Subunit 5B

Ndufall 2.4 0.2 0.00027 | NADH:Ubiquinone Oxidoreductase Subunit A11

Ndufafé 2.4 0.3 0.00660 | NADH:Ubiquinone Oxidoreductase Complex Assembly Factor 6

Mpv17 2.4 0.1 0.00131 | Mitochondrial Inner Membrane Protein MPV17

Tmem261 2.4 0.1 0.00020 | Distal Membrane Arm Assembly Component 1

Usmg5 2.3 0.2 0.00439 | ATP Synthase Membrane Subunit K

Ndufv2 2.3 0.1 0.00269 | NADH:Ubiquinone Oxidoreductase Core Subunit V2

Ndufs8 2.3 0.1 0.00148 | NADH:Ubiquinone Oxidoreductase Core Subunit S8

Coxb6a2 2.3 0.1 0.00027 | Cytochrome C Oxidase Subunit 6A2

Nop56 2.3 0.1 0.00052 | NOP56 Ribonucleoprotein

Atp5gl 2.2 0.1 0.00010 | ATP Synthase Membrane Subunit C Locus 1

Sdhd 2.2 0.2 0.00139 | Succinate Dehydrogenase Complex Subunit D

Cox20 2.2 0.1 0.00461 | Cytochrome C Oxidase Assembly Factor COX20

Uqgcrll 2.2 0.1 0.00070 | Ubiquinol-Cytochrome C Reductase, Complex Il Subunit XI

Ppargclb 2.3 0.1 0.00011 | PPARG Coactivator 1 Beta

Slc35b1 2.2 0.2 0.00270 | Solute Carrier Family 35 Member B1

Aamdc 2.2 0.3 0.00691 | Adipogenesis Associated Mth938 Domain Containing

Pradcl 2.1 0.1 0.00015 | Protease Associated Domain Containing 1

Echsl 2.1 0.1 0.00425 | Enoyl-CoA Hydratase, Short Chain 1

Micalll 2.0 0.2 0.00274 | MICAL Like 1

Zfpa67 2.0 0.2 0.00190 | Zinc Finger Protein 467

Phyh 2.0 0.1 0.00512 | Phytanoyl-CoA 2-Hydroxylase

Ly6e 2.5 0.2 0.00091 | Lymphocyte Antigen 6 Family Member E RIELE
Psmel 2.4 0.1 0.00009 | Proteasome Activator Subunit 1 RELE
Ly6cl 2.4 0.2 0.00170 | lymphocyte antigen 6 complex, locus C1 BENE
Jagnl 2.2 0.2 0.00236 | Jagunal Homolog 1 RIELE
Msrbl 2.1 0.2 0.00661 | Methionine Sulfoxide Reductase B1 RIELE




Cd59b 2.1 0.1 0.01257 | CD59 Molecule RIELE

Lgals9 2.1 0.2 0.00604 | Galectin 9 RIELE

Mif 2.0 0.2 0.01119 | Macrophage Migration Inhibitory Factor BIELE

Gabarapl2 2.1 0.2 0.01510 | GABA Type A Receptor Associated Protein Like 2 A FLRIGE
Rnf187 2.1 0.1 0.00000 | Ring Finger Protein 187 A MLRIBE

Hagh 2.1 0.1 0.00381 | Hydroxyacylglutathione Hydrolase A FLRILE

Hspb8 2.1 0.1 0.00010 | Heat Shock Protein Family B (Small) Member 8 A MLRIGE
Rnf122 2.1 0.3 0.00159 | Ring Finger Protein 122 A FLRIGE
Gabarap 2.1 0.1 0.00123 | GABA Type A Receptor-Associated Protein A FLRIGE
Tnfsf10 2.0 0.3 0.01783 | TNF Superfamily Member 10 A MLRIGE

Clpp 2.0 0.1 0.00480 | Caseinolytic Mitochondrial Matrix Peptidase Proteolytic Subunit A FLRIGE
Alkbh7 2.0 0.1 0.00319 | AlkB Homolog 7 A FLRRE
Scamp3 2.0 0.2 0.01370 | Secretory Carrier Membrane Protein 3 A FLRIGE
Romo1l 2.0 0.1 0.00968 | Reactive Oxygen Species Modulator 1 A FLRIGE
Akrlb10 2.0 0.1 0.02018 | Aldo-Keto Reductase Family 1 Member B10 A MLRIGE
Wdr45 2.0 0.1 0.00222 | WD Repeat Domain 45 A FLRIGE
Cops7a 2.0 0.1 0.00332 | COP9 Signalosome Subunit 7A A MLRIGE

Tnnil 3.8 1.2 0.02036 | Troponin 11, Slow Skeletal Type AR RESRER 2 /N
Csrp3 2.5 0.6 0.01904 | Cysteine And Glycine Rich Protein 3 iR AV
Hspb2 2.4 0.1 0.00024 | Heat Shock Protein Family B (Small) Member 2 LR A ZAY
Ky 2.2 0.2 0.00303 | Kyphoscoliosis Peptidase ABkERESRET 2 /N
Itgb1lbp2 2.2 0.2 0.00385 | Integrin Subunit Beta 1 Binding Protein 2 iR AV
Pstpip2 2.1 0.1 0.00414 | Proline-Serine-Threonine Phosphatase Interacting Protein 2 AR RESRER 2 /N
Al464131 2.1 0.1 0.00064 | Myogenesis Regulating Glycosidase FRMEEERRIET 2 2N
Sync 2.0 0.1 0.00057 | Syncoilin, Intermediate Filament Protein FHHLEEERAEI A /N D




